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Glyphosate is the most extensively used herbicide in the world. However, concerns
regarding its safety, side effects, and impact on other organisms have increased in
recent years. This is the first study to analyze a large set of recent and historical
Escherichia coli isolates varying in pathogenicity and beta-lactam resistance from
different host species for their susceptibility to glyphosate isopropylamine salt (IPA), the
active ingredient of the herbicide, and to a complete glyphosate-containing formulation
(Roundup LB Plus). For this, minimum inhibitory concentrations (MIC) were determined
for 238 E. coli isolates by broth microdilution in Mueller Hinton I media followed by
the statistical analyses using Mann-Whitney-U test, multivariable analysis of variance
(ANOVA) and a multivariable proportional-odds ordinal regression model. While the
overall MIC distribution was narrow and lacked a highly resistant sub-population
for both substances, statistical analyses revealed small but significant associations
between glyphosate resistance levels and different factors tested. Mean MIC values
for the entire dataset showed a higher level of resistance to the complete glyphosate-
containing formulation (40 mg/ml IPA) than to pure glyphosate (10 mg/ml IPA) in E. coli.
Isolates that originated from poultry had significantly higher MIC values for both pure
glyphosate and the complete formulation. Pathogenic and non-extended-spectrum
beta-lactamase (non-ESBL) E. coli isolates each showed significantly higher MIC values
compared to commensals and ESBL-producing E. coli in pure glyphosate, but not in the
complete formulation. Recently sampled isolates showed statistically higher MICs than
the isolates of the historic standard E. coli collection of reference in pure glyphosate,
when tested by nonparametric Mann-Whitney-U test, but not in the multivariable model.
Frontiers in Microbiology | www.frontiersin.org 1 May 2019 | Volume 10 | Article 932
fmicb-10-00932 April 30, 2019 Time: 16:53 # 2
Bote et al. Minimum Inhibitory Concentration of Glyphosate
Further investigations are necessary to confirm whether these associations have a
casual relationship with the glyphosate use or are the consequence of co-selection
due to the increased application rates of antibiotics, heavy metals or other biocides.
A possible accumulation of pathogenic bacteria in livestock animals fed with glyphosate-
containing feed should also be considered.
Keywords: glyphosate, minimum inhibitory concentration, Escherichia coli, antimicrobial susceptibility testing,
MIC distribution, statistical modeling
INTRODUCTION
The broad spectrum herbicide N-(Phosphonomethyl)glycine,
commonly known as glyphosate, is one of the most-used
pesticides in the world (Duke and Powles, 2008). It targets the
enzyme 5-Enolpyruvylshikimate-3-phosphate Synthase (EPSPS)
in the shikimate pathway and disrupts the formation of aromatic
amino acids and other secondary plant compounds (Steinrücken
and Amrhein, 1980, 1984). The pathway is present in plants,
unicellular parasites, certain bacteria, and fungi but not in
mammals (Herrmann and Weaver, 1999; Roberts et al., 2002).
For a long time, this has been considered as a significant
advantage regarding toxicity in comparison to almost all other
pesticides (Benbrook, 2016). The presence of EPSPS in various
microorganisms led to patenting the substance as a broad-range
antimicrobial (William, 2002).
In 1996, glyphosate-resistant (GR) crops became commer-
cially available on the market causing a paradigm shift in the
herbicide use and agricultural management (Duke, 2017). From
then on, glyphosate could be applied throughout the whole
cultivation time without harming the desired plants and its use
worldwide increased exponentially (15-fold) (Duke and Powles,
2009; Benbrook, 2016). Today, GR variants exist for example in
soybean, corn, cotton, canola, alfalfa, and sugar beets (Cerdeira
and Duke, 2006; Green, 2016), although none of those GR plants
are cultivated in the European Union, where the release of
genetically modified organisms into the environment is highly
regulated (Federal Ministry of Food and Agriculture, 2013).
However, the considerable utilization in other parts of the world
leads to an accumulation of glyphosate residues.
In this context, glyphosate has been found in soy beans
(Arregui et al., 2004; Lorenzatti et al., 2004; Bøhn et al., 2014),
assumed to be one of the main sources for residues found in
livestock feed (von Soosten et al., 2016).
The presence of contaminants in glyphosate-treated soy
and maize exposes farm animals’ microbiota to the herbicide
ingredients (Krüger et al., 2013a; Katholm, 2016). The possible
effects of glyphosate on the intestinal bacteria has been discussed
recently. Shehata et al. (2013) state that pathogenic bacteria
from the poultry microbiome are more resistant to glyphosate
than beneficial members in vitro. Kurenbach et al. (2015) also
found an increased tolerance and changed antibiotic responses
in their tested Escherichia coli and Salmonella enterica serovar
Typhimurium strains after exposure to sub-lethal concentrations
of a herbicide formulation.
Escherichia coli is not only an important zoonotic pathogen
in livestock but also ubiquitous in the environment. It represents
the majority of Enterobacteriacae and is an intensively studied
model organism in research. Additionally, E. coli is one of the two
gram-negative bacteria species used for biocide efficacy testing
as an surrogate for similar enteric bacteria (European Chemicals
Agency, 2018), and has even been used for screening of bacterial
metabolites with herbicidal activities (Gasson, 1980).
Contaminated food is the main source for colonization
and infection of humans and a risk factor for transferring
antimicrobial resistance genes (Aarestrup et al., 2008). Therefore,
the question arises if an exposure to glyphosate can lead to a shift
in the microbiome favoring the shedding of especially pathogenic
or antibiotic-resistant E. coli.
Until now, there has been no detailed survey to define the
susceptibility of E. coli to glyphosate. Therefore, our study aimed
to (i) screen different E. coli isolates of clinical, non-clinical and
environmental origin for susceptibility to glyphosate and to a
glyphosate-containing formulation; (ii) compare historical and
recent isolates in regards to a development of resistance over
the time as glyphosate use increased; (iii) to investigate whether




In total, 238 E. coli strains from different environments
were analyzed.
We tested sixty-five E. coli isolates from the standard E. coli
collection of reference (ECOR) (Ochman and Selander, 1984).
This collection was established before the broad usage of
glyphosate, thus representing the variations in E. coli at that time
and is used as historic controls.
Ninety commensal E. coli isolates sampled in 2014 and 2015
were obtained from the German Federal Institute for Risk
Assessment. They were characterized as non-pathogenic and
evenly divided into poultry, pig, and cattle origin as well as
into extended spectrum beta-lactamase (ESBL) and non-ESBL
producing E. coli strains.
In addition, the German Federal Office of Consumer
Protection and Food Safety provided 83 pathogenic E. coli isolates
from clinical cases they collected in 2014 and 2015 for the
GERMAP survey of antibiotic resistances of pathogenic bacteria
isolates. Poultry, pig, and cattle isolates were equally represented.
Forty-eight of the isolates were non-ESBL and 35 were ESBL
E. coli (Table 1).
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TABLE 1 | Origin and distribution of the 238 tested E. coli isolates divided by
different collections.
Origin ECOR Commensal E. coli Pathogenic E. coli
Non- Non- in Non- in
ESBL ESBL ESBL total ESBL ESBL total
Poultry – 15 15 30 3 12 15
Pig 2 15 15 30 19 17 36
Cattle 3 15 15 30 15 17 32
Human 39 – – – – – –
Primate 9 – – – – – –
Dog 3 – – – – – –
Sheep 2 – – – – – –
Leopard 2 – – – – – –
Bison 1 – – – – – –
Giraffe 1 – – – – – –
Goat 1 – – – – – –
Cougar 1 – – – – – –
Kangaroo Rat 1 – – – – – –
in total 65 45 45 90 37 45 83
Minimum Inhibitory Concentration
(MIC) Testing
There are no standards for testing MICs of herbicides.
Therefore, a susceptibility testing protocol according to Wiegand
et al. (2008), which is in compliance with CLSI M07-A10
standards for antibiotic susceptibility testing, was established.
Polystyrene 96-well plates with a conical bottom (Sarstedt GmbH,
Nümbrecht, Germany) were used. Based on growth and killing
dynamics of a representative E. coli, Mueller Hinton (MH) I
medium was chosen (Oxoid GmbH, Wesel, Germany, CM0405).
MICs for MH II can be found in the Supplements.
A 40% monoisopropylamine salt solution of glyphosate (GLY)
(Sigma-Aldrich Chemie GmbH, Taufkirchen, Germany) and
the glyphosate-containing commercial formulation Roundup LB
Plus (RU) (German registration number 024142-00) were used.
Concentration is indicated in mg/ml for the isopropylamine salt
(IPA) of glyphosate. Serial dilutions ranged from 80 to 1.25 mg/ml
for the pure substance and from 160 to 2.5 mg/ml for the
commercial formulation. The prepared plates were stored at
−80◦C until usage.
For testing, overnight cultures were diluted to an OD600 of
0.5 (108 cfu/ml), which were further diluted 1:100 before adding
5 µl into each well (equivalent to 5 × 104 cfu, 5 × 105 cfu/ml,
respectively). Each isolate was tested in triplicates. The plates
were aerobically incubated at 37◦C for 16–20 h in a humidity
chamber according to Walzl et al. (2012). The growth within the
wells was determined visually with a mirror below the plate and a
light above (SensiTouch by Sensititre).
Statistical Analysis
For statistical analyses and calculations, IBM R© SPSS R© Statistics
Version 24 was used. All MIC data were ranked in ascending
order prior to analyses and checked visually for normal
distribution. As MIC values of GLY showed sufficient normal
distribution, the data of GLY could be fitted by an ANOVA
approach. Regarding RU, the MIC values were not normally
distributed and only included the three levels 20, 40, and 80.
Thus, it was decided to regard these levels as ordinal categories
and to fit a proportional-odds ordinal regression model. The
influences in terms of isolation time (ECOR and recent isolates),
collection (commensals and pathogens), ESBL-status and host
(poultry, pig, cattle) on MIC values of GLY or RU, respectively,
were tested using
(i) univariable nonparametric Mann-Whitney-U tests for
not normally distributed data, and
(ii) a multivariable analysis of variance (ANOVA) for
GLY, or
(iii) a multivariable proportional-odds ordinal regression
model for RU
to determine different factors.
Two different statistical models for each substance were
adapted containing different parameters. In the first model
(Model A) the influence of the time of isolation, the ESBL-status
and the host on either GLY or RU were investigated.
In the ECOR collection, there were only few livestock
associated isolates (two E. coli from pigs and three from cattle).
Most of the isolates originated from humans or exotic animals
(Table 1). Therefore, we created a second model (Model B)
without the ECOR collection, which investigated the influence of
the collection (pathogen or commensal), the ESBL-status and the
host (poultry, pig, cattle) on either GLY or RU.
All two-way-interactions between influence factors
were included in the initial models and removed if not
statistically significant.
P-values below 0.05 were regarded as statistically significant.
Model diagnostics included check for normality and
homoscedasticity of residuals. For analysis of variance, the
assumption of equal variances was also investigated. For
proportional odds ordinal regression models, the assumption of
proportionality as well as the assumption of parallel lines were
additionally checked.
To obtain an epidemiological cutoff, MIC95 was calculated for
GLY and for RU each.
RESULTS
Overall, MICs of glyphosate isopropylamine salt (GLY) and of
the commercial herbicide formulation Roundup LB Plus (RU)
were narrowly distributed with a clear segregation between both.
In most of the isolates, growth was inhibited at a concentration
of 10 mg/ml GLY (equating 7.41 mg/ml pure glyphosate) or
40 mg/ml RU (equating 29.63 mg/ml pure glyphosate), both
representing the mean and the mode (Figure 1).
Most of the isolates from the ECOR collection showed a
MIC of 10 mg/ml for GLY, which represented the mode and the
median. For the herbicide formulation RU, the majority of the
isolates had MIC values of 40 mg/ml. Overall MICs ranged from
<1.25 to 20 mg/ml for GLY and 20 to 80 mg/ml for RU (Table 2
and Figure 2).
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FIGURE 1 | In vitro susceptibility profile of 238 E. coli isolates for glyphosate isopropylamine salt in a pure solution (GLY, black) and in Roundup LB Plus (RU, white).
Minimum inhibitory concentration including 95% of all isolates (MIC95) is represented with a continuous line for GLY and a dashed line for RU.
TABLE 2 | MIC values of 238 E. coli for monoisopropylamine glyphosate salt (IPA) represented either as a pure solution (GLY) or as a part of the complete formulation
Roundup LB Plus (RU).
MIC Commensal Pathogenic E. coli
[mg/ml IPA] ECOR recent isolates E. coli E. coli ESBL non-ESBL in total









































































































































































The tested isolates were divided into different groups. The ECOR collection served as an example of historic isolates as opposed to recent isolates (consisting of
commensal and pathogenic isolates gathered in 2014 and 2015) or separated according to the susceptibility against beta-lactam antibiotics. Indicated as percentage
share rounded to one decimal place after the point with the number of isolates in brackets.
The commensal isolates of the investigated strains showed
mostly a MIC of 5 mg/ml (representing the mode) or 10 mg/ml
(representing the median) for GLY with a total range from 5 to
20 mg/ml. RU inhibited the growth of most strains at 40 mg/ml
with a total range from 20 to 80 mg/ml (Table 2 and Figure 3).
In contrast to commensal isolates, pathogenic E. coli mostly
showed a MIC of 10 mg/ml for GLY with a total range of
5–40 mg/ml. For RU, the MIC was in the range of 20–80 mg/ml,
whereby 40 mg/ml was the most common minimal inhibitory
concentration (Table 2 and Figure 3).
MIC95 representing 95% of the studied population was
20 mg/ml in GLY and 40 mg/ml in RU. For GLY there are two
pathogenic E. coli isolated from cattle with a higher MIC than
the cutoff. For RU 11 isolates (two from the ECOR collection
isolated from humans, three commensal and five pathogenic
E. coli from poultry and one pathogenic isolate from a pig)
showed a MIC above the MIC95. All of the isolates belong to
the non-ESBL group.
Statistical Analysis
To test for differences between isolate parameters in glyphosate
sensitivity, nonparametric Mann-Whitney-U test and depending
on data distribution, two different statistical models were used.
In the Mann-Whitney-U test, both for GLY and RU, there were
highly significant differences in MICs between the isolates from
poultry (P < 0.01) compared to pig and cattle isolates which had
lower MICs (Table 3).
Furthermore, more factors showed significant influence on
GLY. Historic isolates from the ECOR collection had significantly
lower MIC values (P < 0.05) than the isolates collected in
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FIGURE 2 | MIC for glyphosate isopropylamine salt for the ECOR collection (ECOR GLY, black) and the recently sampled isolates (Recent GLY, black with white
stripes) and for the formulation Roundup LB Plus for the ECOR collection (ECOR RU, white) and the recently sampled isolates (Recent RU, white with black oblique
stripes), respectively.
FIGURE 3 | MIC for glyphosate isopropylamine salt for the commensal E. coli (Commensal GLY, black) and the pathogenic E. coli isolates (Pathogenic GLY, black
with white stripes) and for the formulation Roundup LB Plus for the commensal E. coli (Commensal RU, white) and the pathogenic E. coli isolates (Pathogenic RU,
white with black oblique stripes), respectively.
the years 2014 and 2015. Pathogenic isolates differed highly
significantly (P < 0.01) from the commensal isolates (with higher
MIC values in the pathogenic group). Likewise, isolates classified
as non-ESBL had statistically significantly higher MICs than the
ESBL isolates (P < 0.05).
Model A included time of isolation (historic and recent),
ESBL-status and host, whereas Model B (with the excluded ECOR
strains) considered isolation as commensal or pathogen, ESBL-
status and host (Table 4).
In contrast to the results of the Mann-Whitney-U test for GLY,
no difference between the strains of the ECOR collection and
recent sampled isolates was seen in model A (P = 0.726).
However, the ESBL-status and the host species of the isolates
showed statistically significant influence on the MIC values
(P = 0.013 and P < 0.001). In agreement with the Mann-Whitney-
U test, non-ESBL isolates had significantly higher MIC values
compared to ESBL-positive isolates.
Tukey post hoc analysis for the hosts revealed significant
differences between isolates from poultry and pigs (P < 0.01) and
poultry and cattle (P = 0.01) with higher MICs in the poultry each,
as well as between isolates from pigs and human (P = 0.019) and
pigs and other species (P = 0.006) with lower MICs in pigs each.
There was no significant difference between the isolates from pigs
and cattle (P = 0.608).
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Recent isolates Historic isolates 0.014 0.667
ECOR collection Commensal E. coli <0.001 0.623
ECOR collection Pathogenic E. coli 0.498 0.780
Pathogenic E. coli Commensal E. coli 0.004 0.861
Non-ESBL ESBL 0.018 0.362
Poultry Pig <0.001 0.004
Poultry Cattle 0.001 0.007
Pig Cattle 0.078 0.627
Statistically significant P-values <0.05 are in bold. Parameters with higher
MICs are underlined.
Model B classified the differences between ESBL and non-
ESBL isolates (P = 0.035) as well as between the hosts as
significant. In accordance with model A, non-ESBL isolates and
isolates from poultry had significantly higher MIC values than
the ESBL isolates and isolates from cattle and pig. Additionally,
a significant interaction between pathogenic and commensal
isolates was present (P < 0.001). Pathogenic E. coli isolates
showed significantly higher MIC values than commensals.
In the post hoc analysis, the differences between poultry and
cattle (P = 0.002) as well as between poultry and pigs (P < 0.001)
were clearly visible, with E. coli isolates from poultry showing
significantly higher MIC values for glyphosate than isolates
from other hosts.
For RU in model A, there was no significant difference
between the strains of the ECOR collection and recently sampled
isolates (P = 0.293), nor between ESBL and non-ESBL isolates
(P = 0.443). However, a significant difference was found between
poultry and human isolates (human isolates served as a reference
category, P = 0.031). The Nagelkerke R2 in this model was 0.088,
meaning that only a small proportion of the variance could be
explained with this model.
Model B also showed no significant differences between
ESBL and non-ESBL (P = 0.479) nor between commensal
and pathogenic isolates (P = 0.314). Nevertheless, there was
a significant difference between the hosts, i.e., between cattle
and poultry (P = 0.002) and pigs and poultry (P = 0.001).
Poultry served as reference category and had the highest MIC
values compared to cattle and pigs. With a Nagelkerke’s R2 of
0.111, it still only explained a small proportion of the variance.
Obviously, the variables included in the model were not the most
important influence factors on the MIC values of the investigated
E. coli strains.
DISCUSSION
After introducing GR plants two decades ago, glyphosate is now
the most used herbicide in the world. Concurrently, concerns
about possible resistances to glyphosate came to the fore.
However, there is little information available about the sensitivity
of naturally occurring E. coli to glyphosate.
This is the first broad study to systematically analyze
238 different E. coli isolates for their susceptibility not only
against GLY alone but also against a glyphosate-containing
herbicide formulation.
In our study, we found differences between GLY and RU with
a 4-times higher median and mode in the latter. In contrast to
prior findings in the literature, where herbicidal formulations
were more toxic to bacteria (Clair et al., 2012; Mesnage et al.,
2014), higher concentrations of RU were needed to inhibit
bacterial growth.
However, it is difficult to compare the values to the few
published data. Various glyphosate formulations are used, which
makes it almost impossible to compare the obtained results as
Mesnage et al. (2015) also point out. Pure glyphosate acid in
particular has a low solubility (12 g/l) and is therefore not comm-
ercially used, but the isopropylamine glyphosate salt is present in
most of the formulations (usually combined with a surfactant and
water) (Giesy et al., 2000). After application and uptake, the salt
dissociates and the free glyphosate acid translocates in the plant
and inhibits EPSPS (Williams et al., 2000).
Additives and surfactants in formulations vary and
manufacturers are not required to declare them publicly.
This leads to complex mixtures with additional effects of the
supplements themselves or interactions between all ingredients.
TABLE 4 | P-values of the statistical models for glyphosate isopropylamine salt pure (GLY) (multivariable analysis of variance) and in Roundup LB plus (RU) (multivariable
proportional-odds ordinal regression).
GLY P-value RU P-value
Comparison of Model A Model B Comparison of Model A Model B
Recent isolates Historic isolates 0.726 – Recent isolates Historic isolates 0.293 –
Pathogenic E. coli Commensal E. coli – <0.001 Pathogenic E. coli Commensal E. coli – 0.314
Non-ESBL ESBL 0.013 0.035 Non-ESBL ESBL 0.443 0.479
Poultry Pig <0.001 <0.001 Poultry Human 0.031 –
Poultry Cattle 0.01 0.002 Poultry Pig – 0.001
Pig Cattle 0.608 0.229 Poultry Cattle – 0.002
Model A investigates the time point of isolation, the ESBL-status and the host, Model B (without the ECOR collection) investigates the following categories: pathogenic
or commensal, the ESBL-status and the hosts (poultry, pig, and cattle). Statistically significant P-values <0.05 are shown in bold. Group with higher minimum inhibitory
concentrations are underlined.
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Moreover, product compositions vary from brand to brand and
regionally. Several formulations in experiments found in the
literature contain the surfactant tallowamine. This substance
is not used on the German market anymore and thus not
present in our tested formulation (Senate Department for
the Environment Transport and Climate Protection, 2012).
The LD50 of tallowamine is much lower (oral 620 mg/kg rat)
(Chemcas, 1997) than of pure glyphosate (oral 4873 mg/kg rat)
(Chemcas, 2004) and indeed it has been shown that supplements
in herbicide formulations can be more toxic than the active
ingredient itself (Tsui and Chu, 2003; Mesnage et al., 2014; EFSA,
2015). This suggests that not only the activity of glyphosate, but
rather the sum of different ingredients in a formulation or even
some additives alone interact with the bacteria and influence the
MIC. In response to this, a study by Clair et al. (2012) conducted
with three food microorganisms observed differences between
two different formulations and a glyphosate solution. In their
tests, the formulations Roundup R400 and R450 were more
toxic than the pure substance. Additionally, the effects were also
disproportional to the amount of the active ingredient, proving
the influence of additives and different mixtures.
Furthermore, in most studies only single or few isolates, which
are often scarcely specified, were tested. For example, Kurenbach
et al. (2015) published a MIC of 7.4 mg/ml for E. coli JB578
with the formulation Roundup Weedkiller in LB broth, similar to
values with GLY from our experiment but not with RU. Shehata
et al. (2013) published for E. coli a lower MIC of 1.2 mg/ml
with a formulation called Roundup UltraMax. This formulation
contained the surfactant tallowamine (Senate Department for the
Environment Transport and Climate Protection, 2012), which,
as mentioned above could be responsible for low MICs. Two
E. coli isolates from Nielsen et al. (2018) had a comparable
MIC of 20 mg/ml in reinforced clostridial medium or 80 mg/ml
in brain heart infusion broth after anaerobic incubation in 96-
well plates.
Besides the different MIC values, it is not always clear if stated
concentrations in the literature are for glyphosate itself or the salt
in a formulation and not all studies informed which media they
used and how the susceptibility testing was conducted.
Specifically in nutrient rich media, bacteria may assimilate
a certain amount of missing aromatic amino acids from their
environment, bypassing the glyphosate-effects and thus tolerate
higher concentrations. In medium lacking of aromatic amino
acids, the MIC for glyphosate could be increased by adding
them, which partly reversed the inhibition-effect of the herbicide
(Haderlie et al., 1977; Nielsen et al., 2018).
In addition, glyphosate is known to be a chelator of bivalent
cations (Madsen et al., 1978; Motekaitis and Martell, 2006).
In cation-rich media, the active ingredient can be bound due
to chelation leading to less free available active compounds.
In MH I, the MIC was often one dilution step lower than
in the cation-adjusted MH II (Supplementary Figure 1), with
significant differences between MIC values in both media.
However, differences between MIC for GLY and RU and
difference between groups decreased (Supplementary Table 1).
Therefore, possible influences on MIC determination
for glyphosate or glyphosate-containing formulations in
general need further investigation, similarly concluded by
Nielsen et al. (2018).
MIC95 has been used to distinguish different subpopulations
by calculating epidemiological cutoffs values (ECV). No clear gap
between isolates could be seen; nevertheless, there was a small
subpopulation with less susceptibility. Besides overexpression of
eﬄux pumps (Staub et al., 2012), changes in the EPSPS has been
described as a reason for glyphosate resistance (Stalker et al.,
1985; Eschenburg et al., 2002; Fei et al., 2013). Distribution
of the isolates with a MIC above the cutoff reflect mostly the
less susceptible categories in the statistical analysis (pathogenic,
poultry origin, non-ESBL). Interestingly, the two isolates above
the cutoff for GLY are not present in the group for RU, confirming
again the varying behavior of formulations.
However, given the narrow distribution of all the MICs and
an increase in absolute terms only one dilution step above the
calculated cutoff, these isolates would need further investigation
to determine a genetic basis of a glyphosate tolerance. Moreover,
without a normal distribution, the calculated cutoff values might
not reflect the real division between phenotypically resistant and
sensitive populations (Lockhart et al., 2017).
Historical and Recent Isolates
To determine if the sensitivity to glyphosate changed over time,
we included the ECOR collection in our screening (Ochman
and Selander, 1984). This gave us the possibility to compare
isolates prior to and after the large-scale use of glyphosate that
accompanied the introduction of genetically modified crops in
the nineties (Cerdeira and Duke, 2006; Duke and Powles, 2009).
In the nonparametric test, we could see significant differences
between the ECOR isolates and the isolates from recent
years for GLY. This gap was due to differences between the
ECOR and the commensal collection, rather than the ECOR
and pathogenic isolates. However, the statistically significant
difference could not be confirmed in the ANOVA model, which
excluded the non-livestock associated isolates of the ECOR
collection. Thus, it seems that the factor of isolation time (and
therefore the span of glyphosate usage in general) is not one
of the important influences on MIC against glyphosate in the
dataset. Nevertheless, a tendency to higher MICs in the recent
isolates appeared.
Sub-lethal concentrations of biocides and herbicides can lead
to adaptation and increased resistance (Thomas et al., 2000;
Capita et al., 2014) and may thus explain the differences.
Increased MICs could further be a result of co-induction or co-
selection of applied antibiotics, other biocides or heavy metals
(Karatzas et al., 2007; Capita et al., 2014; Molina-González et al.,
2014; Yazdankhah et al., 2014), especially as these antimicrobials
were also intensively used in the last decades. There is no
possibility to review, if recent isolates were exposed to glyphosate
in the intestine of the host or in the environment. Data about
residues in feed are missing and would for sure vary within
the data set. In addition, only very few isolates from the ECOR
collection are livestock-associated.
The statistical analyses with the formulation RU showed no
significant differences between the ECOR collection and recently
sampled isolates. It seems to be more difficult to become less
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susceptible against a complex formulation with various effects.
Further, the MICs for RU are naturally higher than for GLY.
Overall, it is difficult to compare the strains of the ECOR
collection and recent E. coli isolates in our livestock-related
context, as ECOR lacks representative bacteria from livestock.
Whether the observed difference in sensitivity to GLY is based on
the increased use of glyphosate, antibiotics or other compounds
in recent years, is yet to be established. In order to prove a change
in susceptibility over time, historic isolates from farm animals
should be investigated in future studies.
Commensal and Pathogenic Isolates
In previous studies, it was discussed that pathogenic bacteria are
likely to be more tolerant to glyphosate (Krüger et al., 2013b;
Shehata et al., 2013). Shehata et al. (2013) found higher MIC
values in strains of pathogenic species like different Salmonella
serovars and C. perfringens compared with, e.g., enterococci
or lactobacilli. Krüger et al. (2013b) confirmed the differences
in sensitivity between Clostridia and enterococci. However,
pathogenic and non-pathogenic strains of the same bacteria
species were never investigated.
To assess this, we compared commensal E. coli strains isolated
from the livestock environment with E. coli strains responsible for
clinical infections in livestock. We found that pathogenic isolates
have significantly higher MIC values for GLY but not for RU,
supporting the data described in the literature to some extent.
This is likely to be explained by superior stress responses
in pathogenic bacteria (Chowdhury et al., 1996; McKellar and
Knight, 1999). Therefore, the capacity to adapt to changes
can lead to a decreased susceptibility (Chowdhury et al., 1996;
Poole, 2012).
In contrast, some ingredients in the formulation seem to
eliminate the advantages pathogenic bacteria have, with all
isolates generally showing less sensitivity to RU.
In conclusion, higher MICs for GLY in pathogens can be a side
effect of the overall benefits to adapt as mentioned before and
does not necessarily imply resistance to glyphosate itself. A closer
look into the genetics of the resistance mechanisms and the target
structure of the herbicide are required for further studies.
Host Impact
There are statistically significant differences between the host
species of the E. coli strains, both for GLY and RU in all tests and
calculated models. Bacteria isolated from poultry showed higher
MICs compared to isolates from cattle and pig.
Farm animals have individually composed feed, and
accordingly, different levels of glyphosate exposure. Herbicide
residues in feed can lead to the exposure of livestock-related
bacteria to glyphosate and other compounds of formulations.
Little data is available about the amount of residues in feed,
however, imported soybean meal seems to be the main source
(von Soosten et al., 2016). Glyphosate has been found in poultry
and cattle feed in Germany (Shehata et al., 2014) and in a study in
cattle feed (Schnabel et al., 2017).
Poultry are typically fed with corn, wheat and barley, often
supplemented with soy as a protein source. However, soy
is also commonly used in pig and cattle feed. Therefore,
exposure to glyphosate was possible for all hosts, though
concentrations in the environment are considerably lower than
in the conducted experiment.
Even though statistical analysis revealed MIC differences in
the active ingredient and the formulation, there is currently no
explanation for this. Data about residues in the feed and possible
glyphosate exposure are lacking. Overall, reasons for varying
susceptibility of E. coli isolates for glyphosate between the host
species have to be elucidated in further investigations.
Extended Spectrum Beta Lactamase
(ESBL)/Non-ESBL
In our dataset, non-ESBL isolates had higher MIC values for
GLY, whereas for RU no difference between ESBL and non-ESBL
could be observed.
Although ESBL isolates have a resistance to β-lactam
antibiotics, it was not accompanied by a higher tolerance
of glyphosate. On the contrary, the MIC for GLY is lower
in ESBL isolates. This is likely to be explained by the very
different mechanisms behind these two resistances. Glyphosate
affects the shikimate pathway and disrupts the formation of
aromatic amino acids necessary for bacterial protein synthesis
(Steinrücken and Amrhein, 1980; Herrmann, 1995), whereas in
ESBL 3rd and 4th generation β-lactam antibiotics are hydrolyzed
(Pfeifer et al., 2010).
However, non-target site resistance can further affect other
antimicrobials, as seen for example in biocide-antibiotic cross-
resistances or cross-tolerance (Poole, 2012; Capita et al., 2014).
Exposing E. coli to sub-lethal glyphosate concentrations in form
of the formulation Roundup weed killer changed antibiotic
susceptibility in both directions (Kurenbach et al., 2015) and
adaptive resistance was mostly obtained through eﬄux pumps
(Kurenbach et al., 2017). On the contrary, exposure to the
biocide triclosan had no effects on unrelated antimicrobials
(Ledder et al., 2006).
Different MICs could further be explained by fitness
costs, which can accompany antibiotic resistances in bacteria
(Melnyk et al., 2015).
Finally, a distortion in our isolate selection, as 12 of 15
pathogenic poultry isolates are non-ESBL (with higher MICs
in pathogenic and poultry isolates as mentioned above) could
explain the difference. However, the difference is not only
present in the non-parametric test but indeed supported by the
statistical model.
The surfactants present in RU could compensate for
differences between ESBL and non-ESBL strains, explaining the
similar higher MICs for the formulation.
In order to gain more clarity on the link of antibiotic and
glyphosate tolerance, future studies should as well investigate
effects of non-target resistances and include further antibiotics
(e.g., tetracycline, macrolides, or aminoglycosides).
In conclusion, we conducted a large-scale screening for
GLY and RU susceptibilities in 238 isolates of E. coli. We
found small but statistically significant differences between the
tested formulation RU and the pure glyphosate salt as well
as between poultry and other host animals with higher MIC
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values in Roundup and poultry. Furthermore, for glyphosate,
we observed differences between non-ESBL and ESBL, and
between pathogenic and commensal isolates (higher MICs
in the former group). The difference between recently
sampled isolates and the historic ECOR collection from
1984 was only found when the Mann-Whitney-U test
for GLY was applied, but this finding was not confirmed
by the modeling.
While this pilot screening yielded intriguing results
indicative of the relationship between different groups
of E. coli and changes in sensitivity to GLY/RU, further
detailed investigations are required. These would ideally
include inter-laboratory repetitions on a larger number of
isolates to determine the precision of the susceptibility
testing, and sequencing of the isolates with the MIC
values above the cut-off, as well as the analysis of their
gene expression.
Importantly, further investigations are needed to determine
whether the observed differences are due to glyphosate use and/or
application of antibiotics, other biocides and heavy metals or
inter-strain diversity (Moorman et al., 1992).
Furthermore, investigations into whether the presence of
glyphosate residues in feed leads to the accumulation of
pathogenic bacteria in livestock animals or in livestock farms are
currently ongoing.
AUTHOR CONTRIBUTIONS
KB performed the experiments, collected, analyzed, and
interpreted the data, drafted the manuscript and figures, with
critical evaluation and support of all other authors. JP performed
the experiments and collected the data. RM contributed to the
statistical data analysis, and wrote sections of the manuscript.
OM and UR conceived and designed the study, and critically
revised the manuscript. All the authors approved the final version
to be published.
FUNDING
The project was supported by funds of the Federal Ministry
of Food and Agriculture (BMEL) based on a decision of the
Parliament of the Federal Republic of Germany via the Federal
Office for Agriculture and Food (BLE) (grant number: 314-06.01-
2815HS015). We acknowledge support by the German Research
Foundation and the Open Access Publication Fund of the Freie
Universität Berlin.
ACKNOWLEDGMENTS
We would like to thank Nicole Roschanski for scientific
advice and to Maja Thieck and Diana Steinke for
excellent technical support. The 90 tested commensal
E. coli isolates sampled in 2014 and 2015 were obtained
from the Federal Institute for Risk Assessment and the
Federal Office of Consumer Protection and Food Safety
provided 83 pathogenic E. coli. Heike Kaspar and Mirjam
Grobbel are gratefully acknowledged for choosing and
delivering these isolates.
SUPPLEMENTARY MATERIAL




Aarestrup, F. M., Wegener, H. C., and Collignon, P. (2008). Resistance
in bacteria of the food chain: epidemiology and control strategies.
Expert. Rev. Anti Infect. Ther. 6, 733–750. doi: 10.1586/14787210.6.
5.733
Arregui, M. C., Lenardon, A., Sanchez, D., Maitre, M. I., Scotta, R.,
and Enrique, S. (2004). Monitoring glyphosate residues in transgenic
glyphosate-resistant soybean. Pest Manag. Sci. 60, 163–166. doi: 10.1002/
ps.775
Benbrook, C. M. (2016). Trends in glyphosate herbicide use in the
United States and globally. Environ. Sci. Eur. 28:3. doi: 10.1186/s12302-016-
0070-0
Bøhn, T., Cuhra, M., Traavik, T., Sanden, M., Fagan, J., and Primicerio, R. (2014).
Compositional differences in soybeans on the market: glyphosate accumulates
in Roundup Ready GM soybeans. Food Chem. 153, 207–215. doi: 10.1016/j.
foodchem.2013.12.054
Capita, R., Riesco-Pelaez, F., Alonso-Hernando, A., and Alonso-Calleja, C. (2014).
Exposure of Escherichia coli ATCC 12806 to sublethal concentrations of food-
grade biocides influences its ability to form biofilm, resistance to antimicrobials,
and ultrastructure. Appl. Environ. Microbiol. 80, 1268–1280. doi: 10.1128/AEM.
02283-13
Cerdeira, A. L., and Duke, S. O. (2006). The current status and environmental
impacts of glyphosate-resistant crops: a review. J. Environ. Qual. 35, 1633–1658.
doi: 10.2134/jeq2005.0378
Chemcas (2004). Sigma-Aldrich Material Safety Data Sheet [Online]. Available at:
http://www.chemcas.org/msds_archive/msds_01/cas/ga_msds/1071-83-6.asp
(accessed August 16, 2017).
Chemcas (1997). Tallow Amines, Polyoxyethylene Derivs [Online]. Available at: http:
//www.chemcas.com/msds/cas/msds129/61791-26-2.asp (accessed August 16,
2017).
Chowdhury, R., Sahu, G. K., and Das, J. (1996). Stress response in
pathogenic bacteria. J. Biosci. 21, 149–160. doi: 10.1007/bf0270
3105
Clair, E., Linn, L., Travert, C., Amiel, C., Seralini, G. E., and Panoff, J. M.
(2012). Effects of Roundup((R)) and glyphosate on three food microorganisms:
Geotrichum candidum, Lactococcus lactis subsp. cremoris and Lactobacillus
delbrueckii subsp. bulgaricus. Curr. Microbiol. 64, 486–491. doi: 10.1007/
s00284-012-0098-3
Duke, S. O. (2017). The history and current status of glyphosate. Pest Manag. Sci.
74, 1027–1034. doi: 10.1002/ps.4652
Duke, S. O., and Powles, S. B. (2008). Glyphosate: a once-in-a-century herbicide.
Pest Manag. Sci. 64, 319–325. doi: 10.1002/ps.1518
Duke, S. O., and Powles, S. B. (2009). Glyphosate-resistant crops and weeds: now
and in the future. J. Agrobiotechol. Manag. Econ. 12, 346–357.
Efsa. (2015). Statement of EFSA on the request for the evaluation of the
toxicological assessment of the co-formulant POE-tallowamine. EFSA J. 13, 13.
doi: 10.2903/j.efsa.2015.4303
Eschenburg, S., Healy, M. L., Priestman, M. A., Lushington, G. H., and
Schonbrunn, E. (2002). How the mutation glycine96 to alanine confers
Frontiers in Microbiology | www.frontiersin.org 9 May 2019 | Volume 10 | Article 932
fmicb-10-00932 April 30, 2019 Time: 16:53 # 10
Bote et al. Minimum Inhibitory Concentration of Glyphosate
glyphosate insensitivity to 5-enolpyruvyl shikimate-3-phosphate synthase from
Escherichia coli. Planta 216, 129–135. doi: 10.1007/s00425-002-0908-0
European Chemicals Agency (2018). Guidance on the BPR: Volume II Efficacy,




Federal Ministry of Food and Agriculture (2013). Gentechnik und Lebensmittel:
Die wichtigsten Fakten - Fragen und Antworten zum Einsatz von
Gentechnik bei Lebensmitteln. Available at: https://www.bmel.de/SharedDocs/
Downloads/Landwirtschaft/Pflanze/GrueneGentechnik/OhneGTSiegel/
HintergrundInformationenOhneGTSiegel.pdf?__blob = publicationFile
(accessed April 22, 2019).
Fei, Y. Y., Gai, J. Y., and Zhao, T. J. (2013). Identification of regulated genes
conferring resistance to high concentrations of glyphosate in a new strain
of Enterobacter. FEMS Microbiol. Lett. 349, 135–143. doi: 10.1111/1574-6968.
12306
Gasson, M. J. (1980). Indicator technique for antimetabolic toxin production by
phytopathogenic species of pseudomonas. Appl. Environ. Microbiol. 39, 25–29.
Giesy, J. P., Dobson, S., and Solomon, K. R. (2000). “Ecotoxicological
risk assessment for roundup R© herbicide,” in Reviews of Environmental
Contamination and Toxicology: Continuation of Residue Reviews, ed. G. W.
Ware (New York, NY: Springer), 35–120.
Green, J. M. (2016). The rise and future of glyphosate and glyphosate-resistant
crops. Pest Manag. Sci. 74, 1035–1039. doi: 10.1002/ps.4462
Haderlie, L. C., Widholm, J. M., and Slife, F. W. (1977). Effect of glyphosate on
carrot and tobacco cells. Plant Physiol. 60, 40–43.
Herrmann, K. M. (1995). The shikimate pathway: early steps in the biosynthesis of
aromatic compounds. Plant Cell 7, 907–919. doi: 10.1105/tpc.7.7.907
Herrmann, K. M., and Weaver, L. M. (1999). The shikimate pathway. Annu. Rev.
Plant Physiol. Plant Mol. Biol. 50, 473–503. doi: 10.1146/annurev.arplant.50.
1.473
Karatzas, K. A., Webber, M. A., Jorgensen, F., Woodward, M. J., Piddock, L. J., and
Humphrey, T. J. (2007). Prolonged treatment of Salmonella enterica serovar
Typhimurium with commercial disinfectants selects for multiple antibiotic
resistance, increased eﬄux and reduced invasiveness. J. Antimicrob. Chemother.
60, 947–955. doi: 10.1093/jac/dkm314
Katholm, C. L. (2016). Effects of Roundup (Glyphosate) on Gut Microorganisms of
Farm Animals. Master thesis, Aarhus University, Denmark.
Krüger, M., Schrödl, W., Neuhaus, J., and Shehata, A. A. (2013a). Field
investigations of glyphosate in urine of danish dairy cows. J. Environ. Anal.
Toxicol. 3:186. doi: 10.4172/2161-0525.1000186
Krüger, M., Shehata, A. A., Schrodl, W., and Rodloff, A. (2013b). Glyphosate
suppresses the antagonistic effect of Enterococcus spp. on Clostridium
botulinum. Anaerobe 20, 74–78. doi: 10.1016/j.anaerobe.2013.01.005
Kurenbach, B., Gibson, P. S., Hill, A. M., Bitzer, A. S., Silby, M. W., Godsoe, W.,
et al. (2017). Herbicide ingredients change Salmonella enterica sv. Typhimurium
and Escherichia coli antibiotic responses. Microbiology doi: 10.1099/mic.0.
000573 [Epub ahead of print].
Kurenbach, B., Marjoshi, D., Amabile-Cuevas, C. F., Ferguson, G. C., Godsoe, W.,
Gibson, P., et al. (2015). Sublethal exposure to commercial formulations of
the herbicides dicamba, 2,4-dichlorophenoxyacetic acid, and glyphosate cause
changes in antibiotic susceptibility in Escherichia coli and Salmonella enterica
serovar Typhimurium. MBio 6:e00009-15. doi: 10.1128/mBio.00009-15
Ledder, R. G., Gilbert, P., Willis, C., and McBain, A. J. (2006). Effects of
chronic triclosan exposure upon the antimicrobial susceptibility of 40 ex-situ
environmental and human isolates. J. Appl. Microbiol. 100, 1132–1140. doi:
10.1111/j.1365-2672.2006.02811.x
Lockhart, S. R., Ghannoum, M. A., and Alexander, B. D. (2017). Establishment
and use of epidemiological cutoff values for molds and yeasts by use of the
clinical and laboratory standards institute M57 standard. J. Clin. Microbiol. 55,
1262–1268. doi: 10.1128/JCM.02416-16
Lorenzatti, E., Maitre, M. I., Argelia, L., Lajmanovich, R., Peltzer, P., and Anglada,
M. (2004). Pesticide residues in immature soybean in Argentina croplands.
Fresen. Environ. Bull. 13, 675–678.
Madsen, H. E. L., Christensen, H. H., Gottlieb-Petersen, C., Andresen,
A. F., Smidsrød, O., Pontchour, C.-O., et al. (1978). Stability constants of
copper(II), zinc, manganese(ii), calcium, and magnesium complexes of N-
(Phosphonomethyl)glycine (Glyphosate). Acta Chem. Scand. 32a, 79–83. doi:
10.3891/acta.chem.scand.32a-0079
McKellar, R. C., and Knight, K. P. (1999). Growth and survival of various strains
of enterohemorrhagic Escherichia coli in hydrochloric and acetic acid. J. Food
Protect. 62, 1466–1469. doi: 10.4315/0362-028X-62.12.1466
Melnyk, A. H., Wong, A., and Kassen, R. (2015). The fitness costs of antibiotic
resistance mutations. Evol. Appl. 8, 273–283. doi: 10.1111/eva.12196
Mesnage, R., Defarge, N., Spiroux de Vendomois, J., and Seralini, G. E. (2014).
Major pesticides are more toxic to human cells than their declared active
principles. Biomed. Res. Int. 2014:179691. doi: 10.1155/2014/179691
Mesnage, R., Defarge, N., Spiroux de Vendomois, J., and Seralini, G. E. (2015).
Potential toxic effects of glyphosate and its commercial formulations below
regulatory limits. Food Chem. Toxicol. 84, 133–153. doi: 10.1016/j.fct.2015.
08.012
Molina-González, D., Alonso-Calleja, C., Alonso-Hernando, A., and Capita, R.
(2014). Effect of sub-lethal concentrations of biocides on the susceptibility to
antibiotics of multi-drug resistant Salmonella enterica strains. Food Control 40,
329–334. doi: 10.1016/j.foodcont.2013.11.046
Moorman, T. B., Becerril, J. M., Lydon, J., and Duke, S. O. (1992). Production
of hydroxybenzoic acids by Bradyrhizobium japonicum strains after treatment
with glyphosate. J. Agric. Food Chem. 40, 289–293. doi: 10.1021/jf00014a025
Motekaitis, R. J., and Martell, A. E. (2006). Metal chelate formation byn-
phosphonomethylglycine and related ligands. J. Coord. Chem. 14, 139–149.
doi: 10.1080/00958978508073900
Nielsen, L. N., Roager, H. M., Casas, M. E., Frandsen, H. L., Gosewinkel, U.,
Bester, K., et al. (2018). Glyphosate has limited short-term effects on commensal
bacterial community composition in the gut environment due to sufficient
aromatic amino acid levels. Environ. Pollut. 233, 364–376. doi: 10.1016/j.envpol.
2017.10.016
Ochman, H., and Selander, R. K. (1984). Standard reference strains of Escherichia
coli from natural populations. J. Bacteriol. 157, 690–693.
Pfeifer, Y., Cullik, A., and Witte, W. (2010). Resistance to cephalosporins and
carbapenems in Gram-negative bacterial pathogens. Int. J. Med. Microbiol. 300,
371–379. doi: 10.1016/j.ijmm.2010.04.005
Poole, K. (2012). Stress responses as determinants of antimicrobial resistance in
Gram-negative bacteria. Trends Microbiol. 20, 227–234. doi: 10.1016/j.tim.2012.
02.004
Roberts, C. W., Roberts, F., Lyons, R. E., Kirisits, M. J., Mui, E. J., Finnerty, J.,
et al. (2002). The shikimate pathway and its branches in apicomplexan parasites.
J. Infect Dis. 185(Suppl. 1), S25–S36. doi: 10.1086/338004
Schnabel, K., Schmitz, R., von Soosten, D., Frahm, J., Kersten, S., Meyer, U., et al.
(2017). Effects of glyphosate residues and different concentrate feed proportions
on performance, energy metabolism and health characteristics in lactating dairy
cows. Arch. Anim. Nutr. 71, 413–427. doi: 10.1080/1745039X.2017.1391487
Senate Department for the Environment Transport and Climate Protection
(2012). Kurz-Information zur Anwendung Glyphosat-haltiger Herbizide im
Feldbau [Online]. Available at: http://www.berlin.de/senuvk/pflanzenschutz/
landwirtschaft/de/download/glyphosat_herbizide.pdf (accessed January 09,
2018).
Shehata, A. A., Kühnert, M., Haufe, S., and Krüger, M. (2014). Neutralization of
the antimicrobial effect of glyphosate by humic acid in vitro. Chemosphere 104,
258–261. doi: 10.1016/j.chemosphere.2013.10.064
Shehata, A. A., Schrodl, W., Aldin, A. A., Hafez, H. M., and Kruger, M. (2013). The
effect of glyphosate on potential pathogens and beneficial members of poultry
microbiota in vitro. Curr. Microbiol. 66, 350–358. doi: 10.1007/s00284-012-
0277-2
Stalker, D. M., Hiatt, W. R., and Comai, L. (1985). A single amino acid substitution
in the enzyme 5-enolpyruvylshikimate-3-phosphate synthase confers resistance
to the herbicide glyphosate. J. Biol. Chem. 260, 4724–4728.
Staub, J. M., Brand, L., Tran, M., Kong, Y., and Rogers, S. G. (2012). Bacterial
glyphosate resistance conferred by overexpression of an E. coli membrane eﬄux
transporter. J. Ind. Microbiol. Biotechnol. 39, 641–647. doi: 10.1007/s10295-011-
1057-x
Steinrücken, H. C., and Amrhein, N. (1980). The herbicide glyphosate is a
potent inhibitor of 5-enolpyruvylshikimic acid-3-phosphate synthase. Biochem.
Biophy. Res. Commun. 94, 1207–1212.
Frontiers in Microbiology | www.frontiersin.org 10 May 2019 | Volume 10 | Article 932
fmicb-10-00932 April 30, 2019 Time: 16:53 # 11
Bote et al. Minimum Inhibitory Concentration of Glyphosate
Steinrücken, H. C., and Amrhein, N. (1984). 5-Enolpyruvylshikimate-3-phosphate
synthase of Klebsiella pneumoniae. Eur. J. Biochem. 143, 351–357. doi: 10.1111/
j.1432-1033.1984.tb08379.x
Thomas, L., Maillard, J. Y., Lambert, R. J., and Russell, A. D. (2000). Development
of resistance to chlorhexidine diacetate in Pseudomonas aeruginosa and the
effect of a "residual" concentration. J. Hosp. Infect. 46, 297–303. doi: 10.1053/
jhin.2000.0851
Tsui, M. T. K., and Chu, L. M. (2003). Aquatic toxicity of glyphosate-
based formulations: comparison between different organisms and the effects
of environmental factors. Chemosphere 52, 1189–1197. doi: 10.1016/s0045-
6535(03)00306-0
von Soosten, D., Meyer, U., Huther, L., Danicke, S., Lahrssen-Wiederholt, M.,
Schafft, H., et al. (2016). Excretion pathways and ruminal disappearance of
glyphosate and its degradation product aminomethylphosphonic acid in dairy
cows. J. Dairy Sci. 99, 5318–5324. doi: 10.3168/jds.2015-10585
Walzl, A., Kramer, N., Mazza, G., Rosner, M., Falkenhagen, D., Hengstschläger, M.,
et al. (2012). A simple and cost efficient method to avoid unequal evaporation in
cellular screening assays, which restores cellular metabolic activity. Int. J. Appl.
Sci. Technol. 2, 17–25.
Wiegand, I., Hilpert, K., and Hancock, R. E. (2008). Agar and broth
dilution methods to determine the minimal inhibitory concentration
(MIC) of antimicrobial substances. Nat. Protocol. 3, 163–175. doi:
10.1038/nprot.2007.521
William, A. (2002). Glyphosate Formulations And Their Use For The
Inhibition Of 5-enolpyruvylshikimate-3-phosphate Synthase. St. Louis, MO:
Monsanto.
Williams, G. M., Kroes, R., and Munro, I. C. (2000). Safety evaluation and risk
assessment of the herbicide Roundup and its active ingredient, glyphosate, for
humans. Regul. Toxicol. Pharmacol. 31(2 Pt 1), 117–165. doi: 10.1006/rtph.1999.
1371
Yazdankhah, S., Rudi, K., and Bernhoft, A. (2014). Zinc and copper in animal
feed - development of resistance and co-resistance to antimicrobial agents in
bacteria of animal origin. Microb. Ecol. Health Dis. 25:10.3402/mehd.v25.25862.
doi: 10.3402/mehd.v25.25862
Conflict of Interest Statement: The authors declare that the research was
conducted in the absence of any commercial or financial relationships that could
be construed as a potential conflict of interest.
Copyright © 2019 Bote, Pöppe, Merle, Makarova and Roesler. This is an open-
access article distributed under the terms of the Creative Commons Attribution
License (CC BY). The use, distribution or reproduction in other forums is permitted,
provided the original author(s) and the copyright owner(s) are credited and that the
original publication in this journal is cited, in accordance with accepted academic
practice. No use, distribution or reproduction is permitted which does not comply
with these terms.
Frontiers in Microbiology | www.frontiersin.org 11 May 2019 | Volume 10 | Article 932
